C labelled amino acids. In one peptide the second alanine from the N-terminus (Ala2) was Morphology. Morphologies of the AAKLVFF aggregates were analysed by TEM using negative staining with 4% uranyl acetate. Peptide suspensions (10 µl) were loaded onto carbon coated copper grids and visualised on a Tecnai 10 electron microscope at 100 kV. spectrometer with an HgCdTe (MCT) detector. A resolution of 1 cm -1 was used throughout and all spectra were averaged over 500 scans. The spectrometer was purged with dry air; any residual water vapour absorption was corrected by subtracting an appropriately scaled spectrum of humid air. between 1 ms and 5 ms, a conservatively broad range of values, and keeping all other parameters constant. Simulated curves for n = 1 and n = 2 RR were compared against the data for n = 1 and n = 2 RR to minimise the combined χ 2 function:
Where O i and C i are the observed and calculated values at each of n mixing times and the subscripts 1 and 2 denote the order of rotational resonance corresponding to the calculations within each square bracket. N is an operator normalising each set of values for n = 1 RR and n = 2 RR to a value between zero and 1. This normalisation procedure was followed to ensure that the combined χ 2 value is not biased by either set of data.
Electronic Supplementary Material (ESI) for Chemical Communications
This journal is © The Royal Society of Chemistry 2012
